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Global Summary

%DE = 0.25

# genes with fdr < 0.2  = 4926  ( 2304 + / 2622  −)

# genes with fdr < 0.1  = 4329  ( 2060 + / 2269  −)

# genes with fdr < 0.05  = 3985  ( 1931 + / 2054  −)

# genes with fdr < 0.01 = 3420  ( 1692 + / 1728  −)

# genes in genesets = 18990

<FC> = 0

<t−score> = 0

<p−value> = 0.01

<fdr> = 0.75
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ENSG00000237683

ENSG00000175756

ENSG00000069424
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ENSG00000171608

ENSG00000028137

ENSG00000162482

ENSG00000270136
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ENSG00000162545

ENSG00000187942
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ENSG00000157978
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aurora kinase A interacting protein 1 [Source:HGNC Symbol;Acc:HGNC:24114]

potassium channel, voltage gated subfamily A regulatory beta subunit 2 [Source:HGNC Symbol;Acc:HGNC:6229]

ribosomal protein L22 [Source:HGNC Symbol;Acc:HGNC:10315]

phosphatidylinositol−4,5−bisphosphate 3−kinase, catalytic subunit delta [Source:HGNC Symbol;Acc:HGNC:8977]

tumor necrosis factor receptor superfamily, member 1B [Source:HGNC Symbol;Acc:HGNC:11917]

aldo−keto reductase family 7, member A3 (aflatoxin aldehyde reductase) [Source:HGNC Symbol;Acc:HGNC:390]

MINOS1−NBL1 readthrough [Source:HGNC Symbol;Acc:HGNC:48338]

neuroblastoma 1, DAN family BMP antagonist [Source:HGNC Symbol;Acc:HGNC:7650]

phospholipase A2, group IIA (platelets, synovial fluid) [Source:HGNC Symbol;Acc:HGNC:9031]

calcium/calmodulin−dependent protein kinase II inhibitor 1 [Source:HGNC Symbol;Acc:HGNC:24190]

low density lipoprotein receptor class A domain containing 2 [Source:HGNC Symbol;Acc:HGNC:32071]

zinc finger and BTB domain containing 40 [Source:HGNC Symbol;Acc:HGNC:29045]

complement component 1, q subcomponent, A chain [Source:HGNC Symbol;Acc:HGNC:1241]

complement component 1, q subcomponent, C chain [Source:HGNC Symbol;Acc:HGNC:1245]

ribosomal protein L11 [Source:HGNC Symbol;Acc:HGNC:10301]

UDP−galactose−4−epimerase [Source:HGNC Symbol;Acc:HGNC:4116]

RCAN family member 3 [Source:HGNC Symbol;Acc:HGNC:3042]

runt−related transcription factor 3 [Source:HGNC Symbol;Acc:HGNC:10473]

low density lipoprotein receptor adaptor protein 1 [Source:HGNC Symbol;Acc:HGNC:18640]
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Global Geneset Analysis
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GSEA C2
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Lymphoma

GSEA C2
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Lymphoma

CC
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HM

GSEA C2

GSEA C2
Lymphoma

WIRTH_Immune system

Lembcke_TCGA−expr_kmeans_E_CIMP.H_UP_Cluster4_DN

LEE_DIFFERENTIATING_T_LYMPHOCYTE

SMID_BREAST_CANCER_NORMAL_LIKE_UP

PUJANA_ATM_PCC_NETWORK

WALLACE_PROSTATE_CANCER_RACE_UP

HOPP_Txn_transition

Lembcke_Colonic Inflammation

HOPP_Strong_enhancer

ZHENG_BOUND_BY_FOXP3

MORI_LARGE_PRE_BII_LYMPHOCYTE_DN

HOPP_Txn_elongation

WIRTH_lymphoma937_spot J

MHC class II protein complex

Hopp_June14_MMML937 tumors+controls_group.overexpression_J_GC−B−cells_UP_

OSMAN_BLADDER_CANCER_DN

HALLMARK_ALLOGRAFT_REJECTION

JISON_SICKLE_CELL_DISEASE_DN

QI_PLASMACYTOMA_UP
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GSEA C2
Lymphoma

CC
CC
Colon Cancer
BP
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HM
Lymphoma

GSEA C2
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Lymphoma
Lymphoma

GSEA C2
Colon Cancer
Colon Cancer
CC
GSEA C2

WAMUNYOKOLI_OVARIAN_CANCER_LMP_UP
HOPP_Repressed

mitochondrial inner membrane
mitochondrion
Lembcke_TCGA_meth_kmeans_J_CIMP.H_DN
small molecule metabolic process

VECCHI_GASTRIC_CANCER_ADVANCED_VS_EARLY_DN
HALLMARK_OXIDATIVE_PHOSPHORYLATION
WIRTH_lymphoma937_spot G

CHARAFE_BREAST_CANCER_LUMINAL_VS_MESENCHYMAL_UP
VECCHI_GASTRIC_CANCER_EARLY_UP
WONG_MITOCHONDRIA_GENE_MODULE
WAMUNYOKOLI_OVARIAN_CANCER_GRADES_1_2_UP
Hopp_June14_MMML937 tumors+controls_group.overexpression_G_tonsil_UP_
HOPP_Poised_promoter

MCBRYAN_PUBERTAL_BREAST_4_5WK_UP
Lembcke_TCGA−expr_kmeans_L_CIMP.H_UP_Cluster4_DN
Pentrack_CRC_TCGA_group.over_A_normal_UP

extracellular exosome
MOOTHA_MITOCHONDRIA
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Local Summary

%DE = 1

# metagenes = 17

# genes = 322

# genes in genesets = 316

# genes with fdr < 0.1  = 320  ( 320 + / 0  −)

# genes with fdr < 0.05  = 320  ( 320 + / 0  −)

# genes with fdr < 0.01 = 320  ( 320 + / 0  −)

<r> metagenes = 0.98

<r> genes = 0.75

<FC> = 0.44

<t−score> = 8.9

<p−value> = 0

<fdr> = 0
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ENSG00000170989
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phosphatidylinositol−4,5−bisphosphate 3−kinase, catalytic subunit delta [Source:HGNC Symbol;Acc:HGNC:8977]

tumor necrosis factor receptor superfamily, member 1B [Source:HGNC Symbol;Acc:HGNC:11917]

complement component 1, q subcomponent, A chain [Source:HGNC Symbol;Acc:HGNC:1241]

complement component 1, q subcomponent, C chain [Source:HGNC Symbol;Acc:HGNC:1245]

runt−related transcription factor 3 [Source:HGNC Symbol;Acc:HGNC:10473]

CD52 molecule [Source:HGNC Symbol;Acc:HGNC:1804]

lysosomal protein transmembrane 5 [Source:HGNC Symbol;Acc:HGNC:29612]

LCK proto−oncogene, Src family tyrosine kinase [Source:HGNC Symbol;Acc:HGNC:6524]

small ArfGAP2 [Source:HGNC Symbol;Acc:HGNC:25082]

Janus kinase 1 [Source:HGNC Symbol;Acc:HGNC:6190]

vascular cell adhesion molecule 1 [Source:HGNC Symbol;Acc:HGNC:12663]

sphingosine−1−phosphate receptor 1 [Source:HGNC Symbol;Acc:HGNC:3165]

CD53 molecule [Source:HGNC Symbol;Acc:HGNC:1686]

CD2 molecule [Source:HGNC Symbol;Acc:HGNC:1639]

CDC42 small effector 1 [Source:HGNC Symbol;Acc:HGNC:17719]

Fc receptor−like 3 [Source:HGNC Symbol;Acc:HGNC:18506]

Fc receptor−like 2 [Source:HGNC Symbol;Acc:HGNC:14875]

Fc receptor−like 1 [Source:HGNC Symbol;Acc:HGNC:18509]

CD1c molecule [Source:HGNC Symbol;Acc:HGNC:1636]

interferon, gamma−inducible protein 16 [Source:HGNC Symbol;Acc:HGNC:5395]
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Local Summary

%DE = 0.99

# metagenes = 26

# genes = 485

# genes in genesets = 477

# genes with fdr < 0.1  = 480  ( 16 + / 464  −)

# genes with fdr < 0.05  = 470  ( 12 + / 458  −)

# genes with fdr < 0.01 = 461  ( 11 + / 450  −)

<r> metagenes = 0.94

<r> genes = 0.57

<FC> = −0.23

<t−score> = −4.6

<p−value> = 0

<fdr> = 0.05
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aurora kinase A interacting protein 1 [Source:HGNC Symbol;Acc:HGNC:24114]

calcium/calmodulin−dependent protein kinase II inhibitor 1 [Source:HGNC Symbol;Acc:HGNC:24190]

UDP−galactose−4−epimerase [Source:HGNC Symbol;Acc:HGNC:4116]

stratifin [Source:HGNC Symbol;Acc:HGNC:10773]

serine incorporator 2 [Source:HGNC Symbol;Acc:HGNC:23231]

KIAA1522 [Source:HGNC Symbol;Acc:HGNC:29301]

transmembrane protein 54 [Source:HGNC Symbol;Acc:HGNC:24143]

guanylate cyclase activator 2B (uroguanylin) [Source:HGNC Symbol;Acc:HGNC:4683]

tetraspanin 1 [Source:HGNC Symbol;Acc:HGNC:20657]

24−dehydrocholesterol reductase [Source:HGNC Symbol;Acc:HGNC:2859]

chloride channel accessory 4 [Source:HGNC Symbol;Acc:HGNC:2018]

EPS8−like 3 [Source:HGNC Symbol;Acc:HGNC:21297]

ras homolog family member C [Source:HGNC Symbol;Acc:HGNC:669]

ATPase, Na+/K+ transporting, alpha 1 polypeptide [Source:HGNC Symbol;Acc:HGNC:799]

3−hydroxy−3−methylglutaryl−CoA synthase 2 (mitochondrial) [Source:HGNC Symbol;Acc:HGNC:5008]

selenium binding protein 1 [Source:HGNC Symbol;Acc:HGNC:10719]

S100 calcium binding protein A10 [Source:HGNC Symbol;Acc:HGNC:10487]

S100 calcium binding protein A6 [Source:HGNC Symbol;Acc:HGNC:10496]

S100 calcium binding protein A16 [Source:HGNC Symbol;Acc:HGNC:20441]

S100 calcium binding protein A14 [Source:HGNC Symbol;Acc:HGNC:18901]
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